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AMENDMENTS TO THE CLAIMS 7 




I- 



(Original) A process for preparing amino acids selected from the group of metfaionine, 
homoserine and lysine in transgenic organisms, wherein the process comprises the 
following steps: 

a) introduction of a nucleic acid sequence which codes for a threonine-degrading 
protein or lysine-degrading protein or codes for a threonine-degrading protein and 
lysine-degrading protein, or 

b) introduction of a nucleic acid sequence which increases threonine degradation or 
lysine degradation or threonine degradation and lysine degradation in the 
transgenic organisms, and 

c) expression of a nucleic acid sequence mentioned under (a) or (b) in the transgenic 
organism. 

(Original) A process for preparing amino acids in transgenic organisms as claimed in 
claim 1, wherein the process comprises the following stq)s, solved: 

a) introduction of a nucleic acid sequence which codes for a threonine-degrading 
protein which comprises the following consensus sequence 



H[xl2GpC]Rpq,9D[Xl7Kp(]27G, or 

HXDGAR[X]3A[X]i5DpCl4CXSK[X]4PXGS[X]3Gpq7Apq4K[X]2GGGXRQXG 



b) introduction of a nucleic acid sequence which increases threonine degradation in 
the transgenic organism, and 

c) expression of a nucleic acid sequence mentioned under (a) or (b) in the transgenic 



or 



organism. 
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3. (Original) A process for preparing amino acids in transgenic organisms as claimed in 
claim 1» wherein the process comprises the following steps, solved: 

a) introduction of a nucleic acid sequ^ce which codes for a lysine-degi^ing protein 
which comprises the following/ransensus sequence 

G[Xl4GIM[X]45M[X]2Rm]2M[X]„GGXG[X]3EM 

iXipq9LWGGpq3Q^GXVA[X]9Gpq3Gxippq24M^^ 

XGTXEEpq2E[ W or 

b) introduction of a nucleic acid sequence which incr^^es lysine degradation in the 
transgenicjM-ganisms, and 

c) expressH>n of a nucleic acid sequence mentio^ under (a) or (b) in the transgenic 
orgaiipsm. 

4. ) (Original) A process for preparing amino acids in transgenic organisms as claimed in 
claim I , wherein the process comprises the following steps, solved: 

a) introduction of a nucleic acid sequence which codes for a threonine-degrading 
protein which comprises the following consensus sequence 

H[x]2G[X]R[X],9Dpq7Kpq27G, or 

HXDGAR[X]3Apqi5D[X]4CXSK[X]4'XGSpq3Gpq7A[X]4K[X]2G^ 

and introduction of a nucleic acid sequence which codes for a lysine-degrading 
protein which comprises the following consensus sequence 

G[X]4GIM[X]45M[X]2RK[X]2M[X]i |GGXGpC]3E[Xl2E[X]3W, or 

IX}pq9LVYGG[X]3GIMGXVApq9Gpq3GXIP[X]24MHXRKpq2^^ 

XGTXEEpq2E[X]2TWpC]2lG[X]3KPpq4NpC]3FY[X]i4F, or 
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b) introduction of a nucleic acid sequence which codes for proteins which increase 
threonine degradation and lysine degradation in the transgenic organisms, and 

c) expression of a nucleic acid sequence mentioned under (a) or (b) in the transgenic 
organism* 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in claim 1, wherein there is introduction in process step (a) as set forth in claims 
1 to 4 claim 1 of a nucleic acid sequence which is selected from the group of nucleic acid 
sequences: 

i) of a nucleic acid sequence having the sequence depicted i\SEQID NO^, SEQ 
ID NO: 1 1; SEQ ID NO: 13; SEQ ID NO: 15; SEQ ID NO: 17; SEQ ID NO: 19; 
SEQ ID NO: 21; SEQ ID NO: 23 or SEQ ID NO: 25; 

ii) of a nucleic acid sequence obtained owing to the degeneracy of ^le-genetic code 
througli back-translation of the amino acid sequence depicted inV^ EQ ID NO: 2p 
SEQ ID NO: 12; SEQ ID NO: 14; SEQ ED NO: 16; SEQ ID NO: 18; SEQ ID NO: 
20; SEQ ID NO: 22; SEQ ID NO: 24 or SEQ ID NO: 26, and 

iii) of a derivative of the nucleic acid sequence depicted in SEQ ID NO: l^SEQ ID 
NO: 1 1; SEQ ID NO: 13; SEQ ID NO: 15; SEQ ID NoHttSEQU^NO: 19; SEQ 
ID NO: 21 ; SEQ ID NO: 23 or SEQ ID NO: 25; which codes for polypeptides 
having tiie amino acid sequence depicted in SEQ ID NO: 2, SEQ ID NO: 12; SEQ 
ID NO: 14; SEQ ID NO: 16; SEQ ID NO: 18; SEQ ID NO: 20; SEQ ID NO: 22; 
SEQ ID NO: 24 or SEQ ID NO: 26 and have at least 50% homology at die amino 
acid level, with a negligible reducticm in the biological activity of the 
polypeptides. 

(Currently amended) A process for preparing amino acids in transgenic orpnisms as 
claimed in claim 1 or 2 or olaima 4 and 5 claim L wherein there is introduction in process 
step (a) of a nucleic acid sequence which is selected from the group of nucleic acid 
sequences: 
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i) of a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
through back-translation of tfie amino acid sequence depicted in SEQ ID NO: 3, 
SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 6, SEQ ID NO: 7, SEQ ID NO: 8. 
SEQ ID NO: 9 or SEQ ID NO: 10; 

ii) of a derivative of the nucleic acid sequence which is obtained by back-translation 
of the amino acid sequence depicted in SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID 
NO: 5, SEQ ID NO: 6, SEQ ID NO: 7, SEQ ID NO: 8, SEQ ID NO: 9 or SEQ ID 
NO: 10 and which has at least 70% homology at the amino acid level wi& the 
aforementioned amino acid sequences, with a negligible reduction in tiie 
biological activity of the polypq>tides. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in olaimo 1 to 6 claim L wherein the transgenic organism is cultivated and 
harvested after introduction and expression of the nucleic acid. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in claims 1 to 7 claim 1. wherein the amino acid is isolated firom the organism or 
the culture medium or the organism and the culture medium. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in claims 1 to 9 claim L wherein the essential amino acid mettiionine is involved. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in oloims 1 to 10 claim L wherein the transgenic organism is a microorganism or 
a plant 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in claims 1 to 1 1 claim 10> wherein the transgenic organism is a microorganism 
selected from the group of genera Corynebacterium, Brevibacterium, Escherichia, 
Bacillus, Rhodotorula, Hansenula, Schizosaccharomyces, Saccharomyces, Candida, 
Claviceps or Flavobacterium. 
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(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in olaimo 1 to 12 claim 10, wherein the transgenic organism is a plant selected 
from the group of crop plants. 

(Original) A process for preparing amino acids in transgenic organisms as claimed in 
claim 12» wherein the transgenic organism is a plant selected from the group of peanut, 
oilseed rape, canola, sunflower, safQower, olive, sesame, hazetout, almond, avocado, bay, 
pumpkin, lettuce, flax, soybean, pistachio, borage, com, wheat, rye, oats, millet, triticale, 
rice, barley, cassava, potato, sugar beet, feed beet, aubergine, tomato, pea, alfalfa and 
perennial grasses and feed crops. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in oloims 1 to H claim h wherein the nucleic acid sequence is derived from a 
eukaryote. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in claims 1 to 15 claim L wherein the nucleic acid sequence is derived from the 
genus Saccharomyces. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in oloims 1 to 16 claim U wherein the nucleic acid sequence is for introduction 
and for expression incorporated into a nucleic acid construct or a vector. 

(Currently amended) A process for preparing amino acids in transgenic organisms as 
claimed in cloims 1 to 17 claim L wherein additionally biosynthesis genes of the amino 
acid prepared in the process are introduced into the organism. 

18. (Currently amended) A nucleic acid construct comprising a nucleic acid sequence as-sel 
forth in olaims 2 to 6 selected from the proup consisting of: 

a) a nucleic acid which codes for a threonine-degradinp protein which comprises the 
following consensus sequence Hrxl2GrX]R[X1|QDrXl7KfXl72G. or 

HXDGARrxiTArxi|jDrxi^cxsKrxi4PXGsrxijGrxi;ArxiJcr^ 
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a nucleic acid sequence which codes for a Ivsine-deprading protein which 
comprises the following consensus sequence 

GrXI^GIMfXI^^MfXyRlCrXlyMrXli iGGXGfXI^ErXI^ErXljW. or 

LGr?noLWGGfXl^GIMGXVAfX1aGrXliGXIPm?^MHXRKrx1^Mrx1^fmiP(^ 

XGTXEEfX1,EfX1?TWfXl7lGfX1,KPrXWX1^FYfX1,4 F: 

c) a nucleic acid sequence which comprises the nucleic acid sequence under ( a1 and 
the nucleic acid sequence under (b): 

d) a nucleic acid sequence having the sequence depicted in SEP ID NO: 1. SEP ID 
NO: 1 1 : SEP ID NO: 13: SEP ID NO: 15: SEP ID NO: 17: SEP ID NO: 19: SEP 
ID NP: 21: SEP ID NP: 23 or SEP ID NP: 25: 

e) a nucleic acid sequwice obtained owing to the degeneracy of the genetic code 

through back-translation of the amino acid sequence depicted in SEP ID NP: 2. 
SEP ID NP: 12: SEP ID NP: 14: SEP ID NP: 16: SEP ID NP: 18: SEP ID NP: 
20: SEP ID NP: 22: SEP ID NP: 24 or SEP ID NP: 26: 

f) a derivative of die nucleic acid sequence depicted in SEP ID NP: 1 . SEP ID NP: 
1 1 : SEP ID NP: 13: SEP ID NP: 15: SEP ID NP: 17: SEP ID NO: 19: SEP ID 
NP: 21: SEP ID NP: 23 or SEP ID NP: 25: which codes for polypeptides having 
the amino acid sequence depicted in SEP ID NP: 2. SEP ID NP: 12: SEP ID 

NP: 14: SEP ID NP: 16: SEP ID NP: 18: SEP ID NP: 20: SEP ID NP: 22: SEP 
ID NP: 24 or SEP ID NO: 26 and have at least 50% homology at the amino acid 
level, with a negligible reduction in the biological activity of die polypeptides: 

g^ a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
through back-translation of die amino acid sequence depicted in SEP ID NP: 3. 
SEP ID NP: 4. SEP BP NP: 5. SEP ID NP: 6. SEP ID NP: 7. SEP ID NP: 8. 
SEP ID NP: 9 or SEP ID NP: 10: and 
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h) a derivative of the nucleic acid sequence which is obtained by back-translation of 
the amino acid seouence depicted in SEP ID NO: 3, SEP ID NO: 4. SEP ID NO: 
5. SEP ID NO: 6. SEO ID NO: 7. SEP ID NP: 8, SEP ID NO: 9 or SEP ID NP: 
10 and which has at least 70% homology at the amino acid level with the 
aforementioned amino acid sequences^ with a negligible reduction in the 
biological activity of the polypeptides: 

wherein the nucleic acid sequence whieh is functionally linked to one or more regulatory 
signals. 

19. (Currently amended) A vector comprising a nucleic acid sequence as set forth in claims 2 
to 6 or tt nuol e io Qoid oonstruot oo set forth in oloim 1 8 selected from the group consisting 

a) a nucleic acid which codes for a threonine^egrading protein which comprises the 
following consensus sequence Hrx1?Gr?CIRrX1|[^rXl2Krxi^, or 

HXDGARpcMpq^^Dpq^cxsKpq^xGsrxi^GpqyArxi^Kpq 

b) a nucleic acid sequence which codes for a Ivsine-degrading protein which 
comprises the following consensus sequence 

GDn.GiMrxL<Mrxi^RKrxi.MrxivGGXGrxi jrxi ,^ or 
LGfXigLWGqpqaqiMGXVApq^GWaGXippqaa^^ 
xGTXEErxi.Erxi.Twrxi.iGm.KPfxi^rxi.FYrxi^ 

c> a nucleic acid sequence which comprises the nucleic acid sequence under f a't and 
the nucleic acid sequence under (h): 

d) a nucleic acid sequence havine the sequence depicted in SEP ED NP: 1 . SEP ID 
NP: 11: SEP ID NP: 13: SEPIDNP: 15: SEPIDNP: 17: SEQIDNP: 19: SEP 
ID NP: 21: SEP ID NO: 23 or SEO ID NO: 25: 
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el a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
through back-translation of the amino acid sequence depicted in SEP ID NO: 2. 
SEP ID NO: 12: SEP ID NO: 14: SEP ID NO: 16: SEP m NO: 1«; SEP ID NO: 
20: SEO ID NO: 22: SEO ID NO: 24 or SEO ID NO: 26: 

fl a derivative of the nucleic acid seouence depicted in SEP ID N O; 1 SEP ID NO: 
11: SEO ID NO: 13: SEO ID NO: IS: SEO ID NO: 17: SEP ID NO: 19: SEO BP 
NO: 21: SEO ID NO: 23 or SEO ID NO: 25: which codes for polypeptides having 
the amino acid seouence depicted in SEO ID NO: 2, SEO ID NO: 12: SEO ID 
NO: 14: SEO ID NO: 16: SEO ID NO: 18: SEO ID NO: 20: SEO ID NO: 22: SEO 
ID NO: 24 or SEO ID NO: 26 and have at least 50% homology at the amino acid 
. leveL with a negligible reduction in the biological activity of the polypeptides: 

g) a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
throu^ back-translation of the amino acid sequence depicted in SEO ID NO: 3. 

SEP ID NO: 4. SEO ID NO: 5. SEO ID NO: 6. SEO ID NO: 1. SEO ID NO: 8, 
SEO ID NO: 9 or SEO ID NO: 10: and 

h^ a derivative of the nucleic acid sequence which is obtained by back-translation of 
the amino acid sequence depicted in SEO ID NO: 3> SEO ID NO: 4. SEO ID NO: 
S, SEO ID NO: 6. SEO ID NO: 7. SEO ID NO: 8, SEO ID NO: 9 or SEO ID NO: 
10 and which has at least 70% homology at the amino acid level with the 
aforementioned amino acid sequences, with a negligible reduction in the 
biological activity of the polypeptides. 

20. (Currently amended) A transgenic prokaryotic or eukaryotic organism comprising at 
least one nucleic acid sequence as set forth in claims 2 to 6 or at least one nuol e io aoid 
oonstruot os s e t forth in olaim 1 8 or at l e ast on e vector as set forth in olaim 19 sdectgd 
from the group consisting of: 
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a> a nucleic acid which codes for a tfareonine-deerading protein which comprises the 
following consensus sequence Hfxl7GpClR[X1|oDpC|;KrXl2gG. or 
HXDGARrXliAfXlKDrX1^CXSKfX1J>XGSrXl,Grxi7A miKrX1>>GGGXROXG: 

b") a nucleic acid sequence which codes for a Ivsine-deprading protein which 
comprises the following consensus sequence 

Gm.GIMrXl^TMfXl,RKfX 1,MrXli,GGXGrXl,ErX1,ErXl,W. or 

LGrX1yLWGGrX1^GMGX VAfX1,GfX1,GXIPm,.MHXRKfXl,MfX1JfX1jP^ 

xGTXEErxi?Erxi2Twrxi,iGrxi^ KPrxi.Nrxi.FYrxi.j?: 

c") a nucleic acid sequence which comprises tfie nucleic acid sequMice under f al and 
the nucleic acid sequence under (b): 

d) a nucleic acid sequence having the sequence depicted in SEP ID NO: 1. SEP ID 
NO: 1 1: SEP ID NO: 13: SEP ID NO: 15: SEP ID NO: 17: SEP ID NO: 19: SEP 
ID NO: 21: SEP ID NP: 23 or SEP ID NO: 25: 

c) a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
through back-translation of the amino acid sequence depicted in SEO ID NO: 2. 
SEO ID NO: 12: SEO ID NO: 14: SEO ID NO: 16: SEO ID NO: 18: SEP ID NP: 
20: SEP ID NP: 22: SEP ID NP: 24 or SEP ID NP: 26: 

ft a derivative of Ae nucleic acid sequence deleted in SEP ID NP: 1. SEO ID NO: 
11: SEO ID NO: 13: SEO ID NO: IS: SEO ID NO: 17: SEO ID NO: 19: SEO ID 
NO: 21 : SEO ID NO: 23 or SEO ID NO: 25: which codes for Dolv peptides having 
the amino acid sequence depicted in SEO ID NO: 2. SEO ID NO: 12: SEO ID 
NO: 14: SEO ID NO: 16: SEP ID NO: 18: SEP ID NP: 20: SEP ID NP: 22: SEP 
ID NP: 24 or SEP ID NP: 26 and have at least 50% homology at the amino acid 
level, with a negligible reduction in the biological activity of the polvpentides: 
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g) a nucleic acid sequence obtained owing to the degeneracy of the genetic code 
through back'translation of the amino acid sequence depicted in SEP ID NO: 3> 
SEP ID NO: 4, SEP ID NO: S. SEP ID NO: 6. SEP ID NO: 7. SEP ID NO: 8. 
SEO ID NO: 9 or SEO ID NO: 10: and 

h) a derivative of the nucleic acid sequence which is obtained bv back-translation of 
the amino acid sequence depicted in SEP ID NP: 3. SEP ID NP: 4. SEP ID NP: 
5, SEP ID NP: 6, SEP ID NP: 7. SEP ID NP: 8, SEP ID NP: 9 or SEP ID NP: 
10 and which has at least 70% homology at the amino acid level with the 
aforementioned amino acid sequences^ with a negligible reduction in the 
biological activity of the fxilypeptides. 

21 . (Original) A transgenic prokaryotic or eukaryotic organism as claimed in claim 20» 
which is a microorganism or a plant 

22. (Original) A transgenic prokaryotic or eukaryotic organism as claimed in claim 21, 
which is a mioroorganism of the genus Corynebacterium or Brevibacterium. 

23. (Original) A transgenic prokaryotic or eukaryotic organism as claimed in claim 21, 
which is a plant selected from the group of genus of peanut, oilseed rape, canola, 
sunflower, safiflower, olive, sesame, hazelnut, almond, avocado, bay, pxmipkin, lettuce, 
flax,.soybean, pistachio, borage, com, wheat, rye, oats, millet, triticale, rice, barley, 
cassava, potato, sugar beet, feed beet, aubergine, tomato, pea, alfalfa and perennial 
grasses and feed crops. 

24. (Currently amended) The use of the transg e nic organi sms qq oot forth in oloims 20 to 23 
or of an amino acid prepar e d by q proooss as sot forth in olaims 1 to 1 8 A process for 
producing an animal or human food, for producing cosmetics or pharmaceuticals, 
comprising growing or culturing the transgenic organism of claim 20. recovering the 
amino acid produced^ and formulating the amino acid into an animal or human food 
cosmetics or pharmaceuticals. 
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25. (Original) An amino acid sequoxce selected from the group of sequmces SEQ ID NO: 3, 
SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 6, SEQ ID NO: 7, SEQ ID NO: 8, SEQ ID 
NO: 9 or SEQ ID NO: 10. 
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